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SEQUENCE LISTING 

Quertermous , Thomas 
Hogan, Brigid 
Snodgrass, Ralph H 
Zupancic, Thomas J 

Antibodies Binding to Polypeptides Encoded by 
Developmentally-Regulated Endothelial Cell Locus-1 



<13 0> 54964 . 8002 .US02 (238/300) 

<140> US 09/237,981 

<141> 1999-01-25 

<150> US 08/659,235 

<151> 1996-06-05 

<150> US 08/480,229 

<151> 1995-06-07 

<160> 33 

<170> Patentln version 3.2 



<210> 
<211> 
<212> 
<213> 



1 

81 

PRT 

mouse 



<400> 1 

Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala 
1 5 10 15 



Lys Asp Phe Gly Asp Val Leu Phe Val Gly Ser Tyr Lys Leu Ala Tyr 

20 25 30 



Ser Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu Lys Gin Arg 
35 40 45 



Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys 
50 55 60 



Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg lie Leu Pro 
65 70 ~ 75 80 
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Leu 



<210> 2 

<211> 81 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Asp Leu Gly Ser Ser Lys Glu Val Thr Gly He He Thr Gin Gly Ala 
15 10 15 

Arg Asn Phe Gly Ser Val Gin Phe Val Ala Ser Tyr Lys Val Ala Tyr 

20 25 30 

Ser Asn Asp Ser Ala Asn Trp Thr Glu Tyr Gin Asp Pro Arg Thr Gly 
35 40 45 

Ser Ser Lys Val Phe Gin Gly Asn Leu Asp Asn Asn Ser His Lys Lys 
50 55 60 

Asn He Phe Glu Lys Pro Phe Met Ala Arg Tyr Val Arg Val Leu Pro 
65 70 75 80 



Val 



<210> 3 

<211> 81 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Asp Leu Leu Lys He Lys Lys He Thr Ala He He Thr Gin Gly Cys 
15 10 15 

Lys Ser Leu Ser Ser Glu Met Tyr Val Lys Ser Tyr Thr He His Tyr 

20 25 30 
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Ser Glu Gin Gly Val Glu Trp Lys Pro Tyr Arg Leu Lys Ser Ser Met 
35 40 45 

Val Asp Lys He Phe Glu Gly Asn Thr Asn Thr Lys Gly His Val Lys 
50 55 60 

Asn Phe Phe Asn Pro Pro He He Ser Arg Phe He Arg Val He Pro 
65 70 75 80 



Lys 



<210> 4 

<211> 72 

<212> PRT 

<213> mouse 

<400> 4 

Asp Leu Gin Lys Thr Met Lys Val Thr Gly He He Thr Gin Gly Val 
15 10 15 

Lys Ser Leu Phe Thr Ser Met Phe Val Lys Glu Phe Leu He Ser Ser 

20 25 30 

Ser Gin Asp Gly His His Trp Thr Gin He Leu Tyr Asn Gly Lys Val 
35 40 45 

Lys Val Phe Gin Gly Asn Gin Asp Ser Ser Thr Pro Met Met Asn Ser 
50 55 60 



Leu Asp Pro Pro Leu Leu Thr Arg 
65 ^ 70 



<210> 5 

<211> 83 

<212> PRT 

<213> Xenopus 

<400> 5 



Asp Leu Glu Asn Leu Arg Phe Val Ser Gly He Gly Thr Gin Gly Ala 
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10 15 



lie Ser Lys Glu Thr Lys Lys Lys Tyr Phe Val Lys Ser Tyr Lys Val 

20 25 30 



Asp lie Ser Ser Asn Gly Glu Asp Trp lie Thr Leu Lys Gly Asp Asn 

35 40 45 



Lys His Leu Val Phe Thr Gly Asn Thr Asp Ala Thr Asp Val Val Tyr 
50 55 60 



Arg Pro Phe Ser Lys Pro Val lie Thr Arg Phe Val Arg Leu Arg Pro 
65 " 70 75 80 



Val Thr Trp 



<210> 6 

<211> 79 

<212> PRT 

<213> Xenopus 

<400> 6 

Asp Leu Ala Glu Glu Lys He Val Arg Gly Val He He Gin Gly Gly 
15 10 15 

Lys His Lys Glu Asn Lys Val Phe Met Arg Lys Phe Lys He Gly Tyr 

20 25 30 



Ser Asn Asn Gly Thr Glu Trp Gly Met He Met Asp Ser Ser Lys Asn 
35 40 45 



Lys Pro Lys Thr Phe Glu Gly Asn Thr Asn Tyr Asp Thr Pro Glu Leu 
50 55 60 

Arg Thr Phe Ala His He Thr Thr Gly Phe He Arg He He Pro 
65 70 75 



<210> 7 
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<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Gly Cys Glu Val Pro Arg Thr Phe Met Cys Val Ala Leu Gin Gly Arg 
15 10 15 



Gly Asp Ala Asp Gin Trp Val Thr Ser Tyr Lys lie Arg Tyr Ser Leu 

20 25 30 



Asp Asn Val Ser Trp Phe Glu Tyr Arg Asp Gly Ala Ala lie Thr Gly 
35 40 45 



Val Thr Asp Arg Asn Thr Val Val Asn His Phe Phe Asp Thr Pro lie 
50 " 55 60 



Arg Ala Arg Ser lie Ala lie His Pro Leu Thr 
65 70 75 



<210> 8 

<211> 85 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> consensue sequence of SEQ. ID.NOS . 1-7 



<220> 

<221> MI SC_FE ATURE 

<222> (3).. (7) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

<221> MI SC_FE ATURE 

<222> (16).. (18) 

<223> nonconsensus sequence of SEQ . ID . NOS .1-7 
<220> 

<221> MI SC_FE ATURE 

<222> (20).. (25) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 



<220> 
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<221> MI SC_FE ATURE N 

<222> (28) . . (28) 

<223> nonconsensus sequence of SEQ . ID . NOS . 1-7 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (33) . - (33) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI S COFEATURE 
<222> (36) . . (36) 

<223> nonconsensus sequence of SEQ . ID. NOS . 1-7 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (39) . . (40) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (42) . . (50) 

<223> nonconsensus sequence of SEQ . ID. NOS . 1-7 
<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (52) . . (52) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (56) . . (56) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI S COFEATURE 
<222> (61) . . (62) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (64) . . (66) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI S COFEATURE 
<222> (68) . . (68) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

<221> MISC_F E ATURE 
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<222> (70) . . (71) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI SC__FEATURE 
<222> (74) . . (75) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<220> 

< 2 2 1 > MI S COFEATURE 
<222> (80) . . (85) 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
<400> 8 

Asp Leu Xaa Xaa Xaa Xaa Xaa Val Thr Gly lie He Thr Gin Gly Xaa 
15 10 15 



Xaa Xaa Lys Xaa Xaa Xaa Xaa Xaa Xaa Phe Val Xaa Ser Tyr Lys He 

20 25 30 



Xaa Tyr Ser Xaa Asp Gly Xaa Xaa Trp Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
35 40 45 



Xaa Xaa Lys Xaa Lys Val Phe Xaa Gly Asn Thr Asp Xaa Xaa Thr Xaa 
50 55 60 



Xaa Xaa Asn Xaa Phe Xaa Xaa Pro He Xaa Xaa Arg Phe He Arg Xaa 
65 70 75 80 



Xaa Pro Xaa Xaa Xaa 

85 



<210> 9 

<211> 2303 

<212> DNA 

<213> mouse 

<400> 9 

gaattccggt taactgagga caaagggtaa tgcagaagtg atatttgatt tccattctca 
60 

ttcccagtgg ccttgatatt taaactgatt cctgccacca ggtccttggg ccaccctgtc 1 
20 
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cctgcgtctc atatttctgc 
80 

ctcgctcccc tccagctctc 
40 

cgcagcagcg tgagccgtag 
00 

ggggagccag gaacccaagg 
60 

agccccagcc tctctcaagc 
20 

tgagggtgaa tcaccctttc 
80 

agaagcgctg cgggaggaaa 
40 

tcctgcaggc gcgcctcgcc 
00 

cgtccgtgag aagggatcat 
60 

ctcggggtgc cccagttcgg 
20 

ggcatctgtc tgtcaggact 
80 

gcaggtccga actgctctag 
40 

gcaggtccct gcatccctaa 
00 

tatcgaggag acacattcat 
60 

cactgtcagc acaatataaa 
20 

accgaccttg ttgctaacta 
80 

caatataaat gctctgggca 
40 



valentis8002us2 . tx 
atgctgcttt gtttgtatat 

gcttcattgt tctccaagtc 

tcactgctgg ccgcttcgcc 

agccgccgtc cgcccgctgt 

gcacccacct ccgcgcaccc 

tctagggcca ccactctttt 

gacgtcctct tgatctctga 

tactgtgccc tccgctacga 

gaagcacttg gtagcagcct 

caaaggtgac atttgcaacc 

ggctgatgat tccttttcct 

tgttgtggag gttgcatcag 

cccatgccat aacggaggaa 

aggctatgtt tgtaaatgtc 

tgaatgtgaa gctgagcctt 

ctcttgtgaa tgcccaggag 

cttgggaatc gaaggtggga 



agtgcgctcc tggcctcagg 
agaagccccc gcatccgccg 
tgcgtgcgcg cacggaaatc 
gcctctgcta gaccactcgc 
cagctcaggc gaagctggag 
atcgcccttc ccaagatttg 
cagggcgggg tttactgctg 
ccccggacca gcccaggtca 
ggcttttggt tggactcagc 
cgaacccctg tgaaaatggt 
gtgagtgtcc agaaggcttc 
atgaagaaaa gcc tact tea 
cctgtgagat aagegaagee 
cteggggatt taatgggatt 
gcagaaatgg eggaatatgt 
aatttatggg acgaaattgt 
tcatatctaa tcagcaaatc 
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acagcttcat ctaatcaccg agctcttttt ggactccaga agtggtatcc ctactatgct 
00 

cgacttaata agaagggcct tataaatgcc tggacagctg ctgaaaatga cagatggcca 
60 

tggattcaga taaatttgca aagaaaaatg agagtcactg gtgttattac ccaaggagca 
20 

aaaaggattg gaagcccaga gtacataaaa tcctacaaaa ttgcctacag caatgacggg 
80 

aagacctggg caatgtacaa agtaaaaggc accaatgaag agatggtctt tcgtggaaat 
40 

gttgataaca acacaccata tgctaattct ttcacacccc caatcaaagc tcagtatgta 

00 

agactctacc cccaaatttg tcgaaggcat tgtactttaa gaatggaact tcttggctgt 
60 

gagctctcag gctgttcaga acctttgggg atgaaatcag ggcatataca agactaccag 
20 

atcactgcct ccagcgtctt cagaacactc aacatggaca tgtttacttg ggaaccaagg 
80 

aaagccaggc tggacaagca aggcaaagta aatgcctgga cttccggcca taacgaccag 
40 

tcacaatggt tacaggttga tcttcttgtc cctactaagg tgacaggcat cattacacaa 

00 

ggagctaaag attttggtca cgtgcagttt gttgggtcat acaaactagc ttacagcaat 
60 

gatggagaac actggatggt gcaccaggat gaaaaacaga ggaaagacaa ggtttttcaa 
20 

ggcaattttg acaatgacac tcacaggaaa aatgtcatcg accctcccat ctatgcacga 
80 

ttcataagaa tccttccttg gtcctggtat ggaaggatca ctctgcggtc agagctgctg 
40 

ggctgcgcag aggaggaatg aagtgcgggg ccgcacatcc cacaatgctt ttctttattt 
00 

tcctataagt atctccacga aatgaactgt gtgaagctga tggaaactgc atttgttttt 
60 
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ttcaaagtgt tcaaattatg gtaggctact gactgtcttt ttaggagttc taagcttgcc 22 
20 

tttttaataa tttaatttgg tttcctttgc tcaactctct tatgtaatat cacactgtct 22 
80 

gtgagttact cttcttgttc tct 23 
03 



<210> 10 

<211> 480 

<212> PRT 

<213> mouse 

<400> 10 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 

20 25 30 

Asn Gly Gly He Cys' Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys He Pro 
65 70 75 80 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 

85 90 95 

Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 

100 105 HO 

Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 
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Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

His Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 

165 170 175 

Ser Ser Asn His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 

180 185 190 

Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 

Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 220 

Ara Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 235 240 

Glu Tyr He Lys Ser Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys Thr 

245 250 255 

Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Glu Met Val Phe Arg 

260 265 270 

Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 285 

He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin He Cys Arg Arg His 
290 295 300 

Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
305 310 315 320 

Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He Thr 

325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 

Page 1 1 
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345 



350 



Pro Arg Lys Ala Arg Leu 
355 



Ser Gly His Asn Asp Gin 
370 



Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly 
385 390 395 



His Val Gin Phe Val Gly 

405 



Glu His Trp Met Val His Gin Asp Glu Lys Gin 

420 425 



Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg 
435 440 



Pro Pro lie Tyr Ala Arg 
450 



Gly Arg lie Thr Leu Arg Ser Glu Leu Leu Gly 
465 470 475 



<210> 11 

<211> 1780 

<212> DNA 

<213> Homo sapiens 



Asp Lys Gin Gly Lys 
360 



Ser Gin Trp Leu Gin 
375 



Ser Tyr Lys Leu Ala 

410 



Phe lie Arg lie Leu 
455 



Val Asn Ala Trp Thr 
365 



Val Asp Leu Leu Val 
380 



Ala Lys Asp Phe Gly 

400 



Tyr Ser Asn Asp Gly 

415 



Arg Lys Asp Lys Val 
430 



Lys Asn Val lie Asp 
445 



Pro Trp Ser Trp Tyr 
460 



Cys Ala Glu Glu Glu 

480 



taacaaagcg ctgaggaaag 



tgctgccctg cgctgccacc 



ggtcacgtcc gggagacggg 



tcagcctcgg tgtcccccag 



<400> 11 

tctctttagt caccactctc gccctctcca agaatttgtt 

60 

agaacgtctt cttgaattct ttagtagggg cggagtctgc 
20 

tcggctacac tgccctccgc gacgacccct gaccagccgg 
80 

atcatgaagc gctcggtagc cgtctggctc ttggtcgggc 
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40 



ttcggcaaag gtgatatttg tgatcccaat ccatgtgaaa atggaggtat ctgtttgcca 
00 

ggattggctg taggttcctt ttcctgtgag tgtccagatg gcttcacaga ccccaactgt 
60 

tctagtgttg tggaggttgc atcagatgaa gaagaaccaa cttcagcagg tccctgcact 
20 

cctaatccat gccataatgg aggaacctgt gaaataagtg aagcataccg aggggataca 
80 

ttcataggct atgtttgtaa atgtccccga ggatttaatg ggattcactg tcagcacaac 
40 

ataaatgaat gcgaagttga gccttgcaaa aatggtggaa tatgtacaga tcttgttgct 
00 

aactattcct gtgagtgccc aggcgaattt atgggaagaa attgtcaata caaatgctca 
60 

ggcccactgg gaattgaagg tggaattata tcaaaccagc aaatcacagc ttcctctact 
20 

caccgagctc tttttggact ccaaaaatgg tatccctact atgcacgtct taataagaag 
80 

gggcttataa atgcgtggac agctgcagaa aatgacagat ggaagcggtg gattcagata 
40 

aatttgcaaa gaaaaatgag agttactggt gtgattaccc aaggggccaa gaggattgga 
00 

agcccagagt atataaaatt ctacaaaatt gcctacagta atgatggaaa gacttgggca 
60 

atgtacaaag tgaaaggcac caatgaagac atggtgtttc gtggaaacat tgataacaac 
20 

actccatatg ctaactcttt cacacccccc ataaaagctc agtatgtaag actctatccc 
80 

caagtttgtc gaagacattg cactttgcga atggaacttc ttggctgtga actgtcgggt 
40 

tgttctgagc ctctgggtat gaaatcagga catatacaag actatcagat cactgcctcc 
00 

agcatcttca gaacgctcaa catggacatg ttcacttggg aaccaaggaa agctcggctg 
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60 

gacaagcaag gcaaagtgaa tgcctggacc tctggccaca atgaccagtc acaatggtta 13 

20 

caggtggatc ttcttgttcc aaccaaagtg actggcatca ttacacaagg agctaaagat 13 
80 

tttggtcatg tacagtttgt tggctcctac aaactggctt acagcaatga tggagaacac 14 

40 

tggactgtat accaggatga aaagcaaaga aaagataagg ttttccaggg aaattttgac 15 
00 

aatgacactc acagaaaaaa tgtcatcgac cctcccatct atgcacgaca cataagaatc 15 
60 

cttccttggt cctggtacgg gaggatcaca ttggcgtcag agctgctggg ctgcacagag 16 
20 

gaggaatgag gggaggctac atttcacaac cgtcttccct atttgggtaa aagtatctcc 16 
80 

atggaatgaa ctgtgtaaaa tctgtaggaa actgaatggt tttttttttt ttcatgaaaa 17 
40 

agtggtcaaa ttatggtagg caactaacgg tgtttttacc 17 
80 



<210> 12 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Ser Pro Leu Ser Pro Ser Pro Arg lie Cys Leu Thr Lys Arg 
15 10 



<210> 13 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Gly Lys Arg Thr Ser Ser 
1 5 
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<210> 14 

<211> 513 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Glv Arq Ser Leu Leu Leu Pro Cys Ala Ala Thr Ser Ala Thr Leu Pro 
15 10 15 

Ser Ala Thr Thr Pro Asp Gin Pro Gly Ser Arg Pro Gly Asp Gly lie 

20 25 30 

Met Lys Arg Ser Val Ala Val Trp Leu Leu Val Gly Leu Ser Leu Gly 
35 40 45 

Val Pro Gin Phe Gly Lys Gly Asp He Cys Asp Pro Asn Pro Cys Glu 
50 55 60 

Asn Gly Gly He Cys Leu Pro Gly Leu Ala Val Gly Ser Phe Ser Cys 
65 70 75 80 

Glu Cys Pro Asp Gly Phe Thr Asp Pro Asn Cys Ser Ser Val Val Glu 

85 90 95 

Val Ala Ser Asp Glu Glu Glu Pro Thr Ser Ala Gly Pro Cys Thr Pro 

100 105 HO 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 
115 120 125 

Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
130 135 140 

Gly He His Cys Gin His Asn He Asn Glu Cys Glu Val Glu Pro Cys 
145 150 155 160 

Lys Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 

165 170 175 
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Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 

180 185 190 

Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
195 200 205 

Ser Ser Thr His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 
210 215 220 

Tvr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
225 230 235 240 

Glu Asn Asp Arg Trp Lys Arg Trp He Gin He Asn Leu Gin Arg Lys 

245 250 255 

Met Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser 

260 265 270 

Pro Glu Tyr He Lys Phe Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys 
275 280 285 

Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Asp Met Val Phe 
290 295 300 

Arq Gly Asn He Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro 
305 310 315 320 

Pro He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin Val Cys Arg Arg 

325 330 335 

His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys 

340 345 350 

Ser Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He 
355 360 365 

Thr Ala Ser Ser He Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp 
370 375 380 
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Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp 
385 J ~ 390 395 400 



Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu 

405 410 415 



Val Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala Lys Asp Phe 

420 425 430 



Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp 
435 440 445 



Gly Glu His Trp Thr Val Tyr Gin Asp Glu Lys Gin Arg Lys Asp Lys 
450 455 460 



Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val lie 
465 470 475 480 



Asp Pro Pro lie Tyr Ala Arg His lie Arg lie Leu Pro Trp Ser Trp 

485 490 495 



Tyr Gly Arg lie Thr Leu Ala Ser Glu Leu Leu Gly Cys Thr Glu Glu 

500 505 510 



Glu 



<210> 15 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Gly Glu Ala Thr Phe His Asn Arg Leu Pro Tyr Leu Gly Lys Ser lie 
1 5 10 .15 



Ser Met Glu 
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<210> 16 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Glu Thr Glu Trp Phe Phe Phe Phe Ser 
1 5 



<210> 17 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Lys Ser Gly Gin lie Met Val Gly Asn 
1 5 



<210> 18 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Arg Cys Phe Tyr 
1 



<210> 19 

<211> 318 

<212> DNA 

<213> mouse 

<400> 19 

gacagatggc catggattca gataaatttg caaagaaaaa tgagagtcac tggtgttatt 
60 

acccaaggag caaaaaggat tggaagccca gagtacataa aatcctacaa aattgcctac 1 

20 

agcaatgacg ggaagacctg ggcaatgtac aaagtaaaag gcaccaatga agagatggtc 1 
80 



tttcgtggaa atgttgataa caacacacca tatgctaatt ctttcacacc cccaatcaaa 
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40 

gctcagtatg taagactcta cccccaaatt tgtcgaaggc attgtacttt aagaatggaa 3 

00 

cttcttggct gtgagctc 3 
18 



<210> 20 

<211> 316 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Cys Ser Thr Gin Leu Gly Met Glu Gly Gly Ala lie Ala Asp Ser Gin 
15 10 15 



lie Ser Ala Ser Tyr Val Tyr Met Gly Phe Met Gly Leu Gin Arg Trp 

20 25 30 



Gly Pro Glu Leu Ala Arg Leu Tyr Arg Thr Gly lie Val Asn Ala Trp 
35 40 45 



His Ala Ser Asn Tyr Asp Ser Lys Pro Trp lie Gin Val Asn Leu Leu 
50 55 60 



Arg Lys Met Arg Val Ser Gly Val Met Thr Gin Gly Ala Ser Arg Ala 
65" 70 75 80 



Gly Arg Ala Glu Tyr Leu Lys Thr Phe Lys Val Ala Tyr Ser Leu Asp 

85 90 95 



Gly Arg Lys Phe Glu Phe lie Gin Asp Glu Ser Gly Gly Asp Lys Glu 

100 105 110 



Phe Leu Gly Asn Leu Asp Asn Asn Ser Leu Lys Val Asn Met Phe Asn 
115 120 125 



Pro Thr Leu Glu Ala Gin Tyr lie Arg Leu Tyr Pro Val Ser Cys His 
130 135 140 
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Arg Gly Cys Thr Leu Arg Phe Glu Leu Leu Gly Cys Glu Leu His Gly 
145 150 155 160 

Cys Leu Glu Pro Leu Gly Leu Lys Asn Asn Thr He Pro Asp Ser Gin 

165 170 175 

Met Ser Ala Ser Ser Ser Tyr Lys Thr Trp Asn Leu Arg Ala Phe Gly 

180 185 190 

Trp Tyr Pro His Leu Gly Arg Leu Asp Asn Gin Gly Leu He Asn Ala 
195 200 205 

Trp Thr Ala Gin Ser Asn Ser Ala Lys Glu Trp Leu Gin Val Asp Leu 
210 215 220 

Gly Thr Gin Arg Gin Val Thr Gly He He Thr Gin Gly Ala Arg Asp 
225 230 235 240 

Phe Gly His He Gin Tyr Val Glu Ser Tyr Lys Val Ala His Ser Asp 

245 250 255 

Asp Gly Val Gin Trp Thr Val Tyr Glu Glu Gin Gly Ser Ser Lys Val 

260 265 270 

Phe Gin Gly Asn Leu Asp Asn Asn Ser His Lys Lys Asn He Phe Glu 
275 280 285 

Lys Pro Phe Met Ala Arg Tyr Val Arg Val Leu Pro Val Ser Trp His 
290 295 300 

Asn Arg He Thr Leu Arg Leu Glu Leu Leu Gly Cys 
305 ~ 310 315 



<210> 21 

<211> 321 

<212> PRT 

<213> Homo sapiens 



Page 20 



valentis8002us2.txt 

<220> 

<221> MI SC_FEATURE 

<222> (225) . . (225) 

<223> Placeholder used in the sequence comparison of SEQ. ID. NOS. 20-21 
<220> 

<221> MI SC_FEATURE 

<222> (243) . . (243) 

<223> Placeholder used in the sequence comparison of SEQ . ID. NOS . 20-21 
<220> 

<221> MI SC_FEATURE 

<222> (266) . . (266) 

<223> Placeholder used in the sequence comparison of SEQ . ID. NOS . 20-21 
<220> 

<221> MI SC_FEATURE 

<222> (277) . . (277) 

<223> Placeholder used in the sequence comparison of SEQ . ID .NOS . 20-21 

<400> 21 

Cys Ser Gly Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin 

15 10 15 

He Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu Gin Leu Trp 

20 25 30 

Tyr Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp 
35 40 45 

Thr Ala Ala Glu Asn Asp Arg Trp Asn Arg Trp He Gin He Asn Leu 
50 55 60 

Gin Arg Lys Met Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg 
65 70 75 80 

He Gly Ser Pro Glu Tyr He Lys Phe Tyr Lys He Ala Tyr Ser Asn 

85 90 95 

Asp Gly Lys Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Asp 

100 105 110 



Met Val Phe Arg Gly Asn He Asp Asn Asn Thr Pro Tyr Ala Asn Ser 
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115 120 125 



Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin Val 
130 135 140 

Cys Arg Arg His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu 
145 ~ 150 155 160 



Ser Gly Cys Ser Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp 

165 170 175 



Tyr Gin lie Thr Ala Ser Ser lie Phe Arg Thr Leu Asn Met Asp Met 

180 185 190 

Phe Thr Trp Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val 
195 200 205 

Asn Ala Trp Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val 
210 215 220 

Xaa Leu Leu Val Pro Thr Lys Val Thr Gly lie He Thr Gin Gly Ala 
225 230 235 240 

Lys Asp Xaa Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr 

245 250 255 



Ser Asn Asp Gly Glu His Trp Thr Val Xaa Gin Asp Glu Lys Gin Arg 

260 265 270 



Lys Asp Lys Val Xaa Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys 
275 280 285 



Asn Val He Asp Pro Pro He Tyr Ala Arg His He Arg He Leu Pro 
290 295 300 

Trp Ser Trp Tyr Gly Arg He Thr Leu Ala Ser Glu Leu Leu Gly Cys 
305 ' ' ' 310 315 320 
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Thr 



<210> 22 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 22 



Met Lys Arg Ser Val Ala Val Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie 

20 25 



<210> 23 

<211> 52 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Cys Asp Pro Asn Pro Cys Glu Asn Gly Gly lie Cys Leu Pro Gly Leu 
1 5 10 15 

Ala Val Gly Ser Phe Ser Cys Glu Cys Pro Asp Gly Phe Thr Asp Pro 

20 25 30 

Asn Cys Ser Ser Val Val Glu Val Ala Ser Asp Glu Glu Glu Pro Thr 
35 40 45 



Ser Ala Gly Pro 
50 



<210> 24 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Cys Thr Pro Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu 
15 10 15 
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Ala Tyr Arg Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg 

20 " 25 30 



Gly Phe Asn Gly He His Cys Gin His Asn He 
35 40 



<210> 25 

<211> 35 

<212> PRT 

<213> Homo sapiens 

<400> 25 



Cys Glu Val Glu Pro Cys Lys Asn Gly Gly He Cys Thr Asp Leu Val 
15 10 15 

Ala Asn Tyr Ser Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys 

20 25 30 



Glu Tyr Lys 
35 



<210> 26 
<211> 40 
<212> PRT 



<213> Artificial sequence 
<220> 

<223> consensus EGF-like domain amino acid sequence 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (4) 

<223> nonconsensus sequence 

<220> 

<221> MISC_FEATURE 

<222> (7).. (7) 

<223> nonconsensus sequence 

<220> 

<221> MISC_FEATURE 

<222> (11).. (11) 
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<223> nonconsensus sequence 

<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (13) . . (25) 

<223> nonconsensus sequence 

<220> 

< 2 2 1 > MI SC__FEATURE 
<222> (27) . . (27) 

<223> nonconsensus sequence 

<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (29) . . (29) 

<223> nonconsensus sequence 

<220> 

<221> MI SC_FE ATURE 

<222> (31) . . (32) 

<223> nonconsensus sequence 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (35) . . (35) 

<223> nonconsensus sequence 

<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (37) . . (38) 

<223> nonconsensus sequence 

<220> 

<2 2 1 > MIS C_F E ATURE 

<222> (40) . . (40) 

<223> nonconsensus sequence 

<400> 26 

Cys Xaa Xaa Xaa Pro Cys Xaa Asn Gly Gly Xaa Cys Xaa Xaa Xaa Xaa 
15 10 15 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr Xaa Cys Xaa Cys Xaa Xaa 

20 25 30 



Gly Tyr Xaa Gly Xaa Xaa Cys Xaa 
35 40 
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<210> 27 

<211> 310 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<222> (1) . . (1) 

<223> unknown sequence 

<400> 27 

ngtgatattt gtgatcccaa tccatgtgaa aatggaggta tctgtttgcc aggattggct 
60 

gtaggttcct tttcctgtga gtgtccagat ggcttcacag accccaactg ttctagtgtt 
20 

gtggaggttg gtccctgcac tcctaatcca tgccataatg gaggaacctg tgaaataagt 
80 

gaagcatacc gaggggatac attcataggc tatgtttgta aatgtccccg aggatttaat 
40 

gggattcact gtcagcacaa cataaatgaa tgcgaagttg agccttgcaa aaatggtgga 
00 



atatgtacag 
10 



<210> 28 

<211> 2308 

<212> DNA 

<213> mouse 



<220> 

<221> misc_f eature 

<222> (1819) . . (1821) 

<223> unknown sequence 

<400> 28 

gaattccggg agggagggta ggggggcggg ccgcgggggc ccaaagccag ctaggctcag 
60 

tctcacacgc gcgccgccac tgtttgtata tagtgcgctc ctggcctcag gctcgctccc 
20 

ctccagctct cgcttcattg ttctccaagt cagaagcccc cgcatccgcc gcgcagcagc 
80 
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gtgagccgta gtcactgctg 
40 



ggaacccaag gagccgccgt 
00 

ctctctcaag cgcacccacc 
60 



atcacccttt ctctagggcc 
20 



gcgggaggaa agacgtcctc 
80 



cgcgcctcgc ctactgtgcc 
40 

gaagggatca tgaagcactt 
00 

ccccagttcg gcaaaggtga 
60 



ctgtcaggac tggctgatga 
20 



aactgctcta gtgttgtgga 
80 

tgcatcccta acccatgcca 
40 

gacacattca taggctatgt 
00 

cacaatataa atgaatgtga 
60 

gttgctaact actcttgtga 
20 

tgctctgggc acttgggaat 
80 

tctaatcacc gagctctttt 
40 

aagaagggcc ttataaatgc 
00~ 
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gccgcttcgc ctgcgtgcgc 

ccgcccgctg tgcctctgct 

accactcttt tatcgccctt 

accactcttt tatcgccctt 

ttgatctctg acagggcggg 

ctccgctacg accccggacc 

ggtagcagcc tggcttttgg 

catttgcaac ccgaacccct 

ttccttttcc tgtgagtgtc 

ggttgcatca gatgaagaaa 

taacggagga acctgtgaga 

ttgtaaatgt cctcggggat 

agctgagcct tgcagaaatg 

atgcccagga gaatttatgg 

cgaaggtggg atcatatcta 

tggactccag aagtggtatc 

ctggacagct gctgaaaatg 
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gcacggaaat cggggagcca 
agaccactcg cagccccagc 
cccaagattt gagaagcgct 
cccaagattt gagaagcgct 
gtttactgct gtcctgcagg 
agcccaggtc acgtccgtga 
ttggactcag cctcggggtg 
gtgaaaatgg tggcatctgt 
cagaaggctt cgcaggtccg 
agcctacttc agcaggtccc 
taagcgaagc ctatcgagga 
ttaatgggat tcactgtcag 
gcggaatatg taccgacctt 
gacgaaattg tcaatataaa 
atcagcaaat cacagcttca 
cctactatgc tagacttaat 
acagatggcc atggattcag 
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gtaacagtgg gatgagacaa atccatttcc caaattatca gaatcattat agaagtaggt 12 
60 

tagggagaat tggctgtgat tctttctcat ggttaaaatg tgatttagtt cagaattaac 13 
20 

atggttggaa actctaaaaa atgtggaaaa caggaacatt ctatgtctga aaatctgaaa 13 
80 

atagcatcaa gatgaaaaca ttctttagtc ataaatatac tcttttaagt tatagtagag 14 
40 

aaaaagatct tatcatttca taagtggact tttgggatag cattggaaat gtaaatgaaa 15 

00 

taaataccta attgaaaaaa gtttattcta aagtgttaat atttagcaac agattcagag 15 
60 

acaagaaagt aacaattcaa tctgtgtatt ttttgtgaga aatagtttcc catgtgcaaa 16 
20 

tataaagtgc gcatcatatc atgataatat ccaactgtct gcagaactcc ctttcataaa 16 
80 

tgagagaatt ttaattcata gtgccttata tcctcatcag ccatctgact ttactacaga 17 
40 

agaaaacaat gaaatgatgc attaagtgct ttgctagaag aaacatcata gcaaagctga 18 

00 

tagcccacat tctgtgcann naagcttcca gagcactcga gaaaaagcag aaatgagatg 18 
60 

ttttatgaaa accgaaaaga taatctgatt tctgtgaaat atacttttga tcatgtggtt 19 
20 

ctttaagata gtcactaaca agtcattagt agcagatacc aaatgggaga aaatttccag 19 
80 

tatactgagg gtcaaggcag tcatgctgaa actacatgag gtcaggaaag ttttgaaata 20 
40 

aggtgatttt ggaaggatac cttcaactgg cctagatttt caagaaacag tgtaatcaac 21 
00 

agccaaacat gagaatctag ctaacagcat ttagaaaacc agaactaaga gtgttactgg 21 

60 

ggaattgcat ttaaatccag tatgagagtt tgcaaatgcc gtattcttct aaggggtttg 22 

20 
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tgccacattt tgttaccatg gagtcctctg taagaacttt attagataaa tcatctttac 22 
80 

actataattt gaataaaagc cggaattc 23 
08 



<210> 29 

<211> 221 

<212> PRT 

<213> mouse 

<400> 29 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro Cys Glu 

20 25 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 45 

Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 

Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 80 

Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 

85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 

100 105 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 125 

Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 
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Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 



His Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin lie Thr Ala 

165 170 175 



Ser Ser Asn His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 

180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu lie Asn Ala Trp Thr Ala Ala 
195 * 200 205 



Glu Asn Asp Arg Trp Pro Trp lie Gin Val Thr Val Gly 
210 215 220 



<210> 30 

<211> 481 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Lys Arg Ser Val Ala Val Trp Leu Leu Val Gly Leu Ser Leu Gly 
1 5 10 15 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asp Pro Asn Pro Cys Glu 

20 25 30 



Asn Gly Gly lie Cys Leu Pro Gly Leu Ala Val Gly Ser Phe Ser Cys 
35 40 45 



Glu Cys Pro Asp Gly Phe Thr Asp Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Glu Pro Thr Ser Ala Gly Pro Cys Thr Pro 
65 70 75 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 

85 90 95 
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Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 

100 105 HO 

Gly He His Cys Gin His Asn He Asn Glu Cys Glu Val Glu Pro Cys 
115 120 125 

Lys Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 

Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 

165 170 175 

Ser Ser Thr His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 

180 185 190 

Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 

Glu Asn Asp Arg Trp Lys Arg Trp He Gin He Asn Leu Gin Arg Lys 
210 215 220 

Met Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser 
225 230 235 240 

Pro Glu Tyr He Lys Phe Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys 

245 250 255 

Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Asp Met Val Phe 

260 265 270 

Arg Gly Asn He Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro 
275 280 285 

Pro He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin Val Cys Arg Arg 
290 295 300 
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His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys 
305 310 315 320 



Ser Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie 

325 330 335 



Thr Ala Ser Ser lie Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp 

340 345 350 



Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp 
355 360 365 



Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu 
370 375 380 



Val Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala Lys Asp Phe 
385 390 395 400 



Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp 

405 410 415 



Gly Glu His Trp Thr Val Tyr Gin Asp Glu Lys Gin Arg Lys Asp Lys 

420 425 430 



Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val lie 
435 440 445 



Asp Pro Pro lie Tyr Ala Arg His lie Arg lie Leu Pro Trp Ser Trp 
450 455 460 



Tyr Gly Arg lie Thr Leu Ala Ser Glu Leu Leu Gly Cys Thr Glu Glu 
465 470 475 480 



Glu 



<210> 31 
<211> 103 
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<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (1) 

<223> unknown sequence 

<400> 31 

Xaa Asp lie Cys Asp Pro Asn Pro Cys Glu Asn Gly Gly lie Cys Leu 
15 10 15 

Pro Gly Leu Ala Val Gly Ser Phe Ser Cys Glu Cys Pro Asp Gly Phe 

20 25 30 



Thr Asp Pro Asn Cys Ser Ser Val Val Glu Val Gly Pro Cys Thr Pro 
35 40 45 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 

50 55 60 

Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
65 70 75 80 

Gly He His Cys Gin His Asn He Asn Glu Cys Glu Val Glu Pro Cys 

85 90 95 



Lys Asn Gly Gly He Cys Thr 

100 



<210> 32 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 32 

acccaagggg caaaaagga 
19 



<210> 33 
<211> 19 
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<212> DNA 

<213> Homo sapiens 



<400> 33 

cctgtaacca ttgtgactg 
19 
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